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FIG. 3 
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FIG. 10 



r pb 



n wp 



MP 




U937 



PB 



Ly1 



G- 
< 



CO 
CO 

Ly4 o 



Ly8 





WP 



^1- 


re 










)a s. 




W 














lit- 







It'- 
ll-'' 



19» JC'l 13! t3 




rs 

. ™— 


R6 ; 

i 






j* ie'< i£ ti> -a' 



10' 

1 


M 


14'-! 

! 




i 










■* .* > 





CD10 R-PE 



□ G1 



G2/M 



IZ PB 





9% 




Lyi 







Ly4 



Ly7 



Ly8 



3% 



4% 



3% 



Ly10 



19% 




Ly12 



3% 



Raji 



6% 



U937 



Mutu HI 



u 



V 



4 



4% 


\ 


2% 

J 


I 



a wp 




4% 



16% 



2% 



18% 



12% 



3% 



3% 




3% 




3% 




8% 



Relative DNA content 



MP 



E 



1 



I 



E 



ii 




WO 2005/058939 



PCT/US2004/042418 



i 

11/16 
FIG. 11 
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